Introducing resistance genes through plant breeding remains an important and effective means of protecting plants from diseases. Plant species commonly carry genes for disease resistance within their collective germplasm base. Disease resistance can either be monogenic (ie. encoded by a single gene) or quantitative (ie. encoded by a number of genes). The first step in disease resistance breeding is to identify accessions carrying the resistance phenotype. The conventional process of breeding for resistance involves making controlled crosses and selecting sexual progeny for improved disease resistance. While relatively straight-forward for dominantly-inherited single gene resistance, this process becomes progressively more difficult and time-comsuming for resistance encoded by single genes with recessive inheritance and for quantitatively inherited resistance.
